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02 - Oxygen

OAA - Oxaloacetate

OAT - Ornothine Aminotransferase
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OH-P5C - Pyrroline Hydroxycarboxylate
OH-PH4 - 1-Hydroxy-2-Oxopropyl Tetrahydropterin
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PFK-1 - Phosphofructokinase

PFK-2 - 6-Phosphofructo-2-Kinase

PGAM - Phosphoglycerate Mutase
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PGK - Phosphoglycerate Kinase
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PKA - Protein Kinase A
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PMP - Pyridoxamine 5'-Phosphate

PNMT - Phenylethanolamine N-Methyltransferase
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PPP - Pyridoxal Phosphate Phosphatase

PPi - Pyrophosphate
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PPCS - Phosphopantothenoylcysteine Synthetase
PQQ - Pyrroloquinoline Quinone

PRODH - Proline Dehydrogenase

PRPP - 5-Phosphoribosyl-1-Pyrophosphate
PSP - Protein Synthesis Pathway

PS - Phosphatidyl Serine

PSAT - Phosphoserine Aminotransferase
PSPH - Phosphoserine Phosphatase

PSS - Phosphatidylserine Synthase

PTP - 6-Pyruvoyl-Tetrahydropterin

PTPS - 6-Pyruvoyl-tetrahydropterin Synthase
Pyr - Pyruvate

Q - Ubiquinone (Coenzyme Q10)

Q2 - Ubiquinol (Reduced Coenzyme Q10)

Qu - Queuine

Qus - Queuosine

QRPT - Quinolinate Phosphorybosyltransferase
RK - Riboflavin Kinase

ROS - Reactive Oxygen Species

SADH - Sarcosine Dehydrogenase

SAH - S-Adenosyl-L-Homocysteine

SAMe - S-Adenosylmethionine

SAMeA - S-Adenosylmethionamine

SAMeD - S-Adenosylmethionine Decarboxylase
SAMeS - S-Adenosylmethionine Synthase
SAT - Serotonin N-Acetyltransferase

SCOT - Succinyl-CoA:3-ketoacid CoA Transferase
SCS - Succinyl-CoA Synthetase

SDH - Succinate Dehydrogenase

Se - Selenium

SHMT - Serine Hydroxymethyltransferase

Si - Silicon

SLC - Solute Carrier

SPDS - Spermidine Synthase

SPOX - Spermine Oxidase

SPS - Spermine Synthase

SQR - Sulfide Quinone Oxidoreductase

SR - Sepiapterin Reductase

SSAL - Succinic Semialdehyde

SSAT1 - Spermidine/Spermine-N1-Acetyltransferase
Succ - Succinate

SUOX - Sulfite Oxidase

T3 - Triiodothyronine

TA - Tyrosinase

TAT - Tyrosine Aminotransferase

TGF - Transforming Growth Factor

TGT - tRNA Guanine Transglycosylase

TH - Tyrosine Hydroxylase

THF - Tetrahydrofolate

THL - Thiolase

THP - Tetrahydropapaveroline

TMLH - Trimethyllysine Hydroxylase

TNF - Tumour Necrosis Factor

TPH - Tryptophan Hydroxylase

TPI - Triose Phosphate Isomerase

TPP - Thiamine Pyrophosphate

TPQ - Topaquinone

TS - Thymidylate Synthase

TST - Thiosulfate Sulfurtransferase

UDP - Uridine Diphosphate

UROC - Urocanase

UGPase - UDP-Glucose Pyrophosphorylase
UGAPase - UDP-GIcNAc Pyrophosphorylase
UTP - Uridine Triphosphate

V - Vanadium

Vit C - Ascorbic Acid

Vit E - Tocopherols, Tocotrienols

VMA - Vanillyimandelic Acid

VMAT - Vesicular Monoamine Transporter
VNN - Vanin-1 (Pantetheinase)

Zn - Zinc

Figure 1.Pathway Diagram: The role of mitochondrial dysfunction in chronic disease and aging.

ME/CFS: Correcting Chronic Mitochondrial Dysfunction
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