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SCS - Succinyl-CoA Synthetase
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SR - Sepiapterin Reductase
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TA - Tyrosinase
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TH - Tyrosine Hydroxylase
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THL - Thiolase

THP - Tetrahydropapaveroline
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VNN - Vanin-1 (Pantetheinase)

Zn - Zinc

Figure 1.Pathway Diagram: The role of mitochondrial dysfunction in chronic disease and aging.
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