2-HG - 2-Hydroxyglutarate | - lodine
3-PHP - 3-Phosphate Hydroxypyruvate IAA - Imidazole Acetaldehyde
3-Pser - 3-Phosphoserine IAcA - Imidazole Acetic Acid
4AB - 4-Aminobutyraldehyde IAL - Imidazoleacetate-Lyase
4ABT - 4-Aminobutyrate Transaminase ICL - Isocitrate Lyase .
4-HB - 4-Hydroxybenzoic Acid ID(I-)I - Isocitrate Dehydrogenase G I Uucose M eta bOI ISmM
4-HBA - 4-Hydroxybenzaldehyde IDO - Indoleamine 2,3-Dioxygenase N
4Fe-4S - Tetrakis(A'-iron(1+) ion) Tetrasulfane Tetrasulfanide IFN - Interferon . . . [ Serum Glucose ] o
4-HCA - 4-Hydroxycinnamic Acid IMP - Inosinic Acid Vitamin B6 Metabolism TA + Cu - S~ =C D
4-Mel - 4-Methylimidazole IQ - Indole-5,6-Quinone DHI )' 1Q } >| Melanin l ) - Glucose
4-MelA - Methylimidazole Acetate K - Potassium I ] ] ] ] [ ] ] ] [ - - . ] Cholesterol | ;I SR >
4-MelAA - Methylimidazole Acetaldehyde KAT - Kynurenine Aminotransferase _Pyridoxine 5'-Phosphate Pyridoxal 5’-Phosphate Pyridoxamine 5'-Phosphate - TNF-a <= \ = O ~ H20
4-MelAase - 4-Methylimidazole Acetate Hydrolase KMO - Kynurenine 3-Monooxygenase O o\) I p e || — % E‘, E )
5-HIA - 5-Hydroxyindoleacetaldehyde KYNU - Kynureninase x Glucose 1-Phosphate G \¢ a >
5-HIAA - 5-Hydroxyindoleacetic acid LDH - Lactate Dehydrogenase /— H,O r H,0 /— H20 :( <> P M + Mg2+ é v(_r) 8 = g Hypoxia
5-MTHF - 5-Methyltetrahydrofolate LPA - Lipoamide 2+ 2+ - Pentose
5,10-MTHF - 5,10-MethyieneTetraHydroFolate LPH4 - Lactoyl-PH4 ALP +Zn%* + M92+ ALP +Zn?* + |V|g2+ ALP +Zn®" + Mg | G6PDH
AA - Amino Acids MAA - Maleyi ic Aci DT +Zn Glucose 6-Phosphate | Phosphate A 4
- - ylacetoacetic Acid P. . | )I L d h | »I L-D h | DHICA Acetaldehyde
AAA - Acetoacetic Acid MAAI - Maleylacetoacetate Isomerase P; P; i Dopaquinone j eucodadopachromej -vopachrome |j o A I UDP-Glucuronic Acid
AAC - Acetoacetyl-CoA MAS - Malate Synthase \ 4 < g —
AAD - Acetoacetate Decarboxylase MAO - Monoamine Oxidase - - . . . N D <. O i
AADC - Aromatic L-Amino Acid Decarboxylase MDH - Malate Dehydrogenase _Pyridoxine | Pyridoxal ' [ Pyridoxamine ] NCS(?) ax GIUtamlg?,’ Glutam'flte,
AAO - L-Amino-Acid Oxidase ME1 - NADP-dependent Malic Enzyme ATP, Mg ADP, Pi
AC - Aconitase MeCBL - Methylcobalamin o2 GLYS - Y k/
ACC - Acetyl-CoA Carboxylase Mg - Magnesium -' | . .
ACMS - 2-Amino-3-Carboxymuconic-6-Semialdehyde Acid MHPG - 3-Methoxy-4-Hydroxyphenylglycolaldehyde Extracellular Space 0. H.0 H-O DOPAL } —>»{ DOPAC } UDP-Glucose - ) ;]Glycogen | Fructose 6-Phosphate GEAT > Glucosamine-6-Phosphate |
A-CoA - Acetyl-CoA MIF - Macrophage Migration Inhibitory Factor 2> 772 22 M hi ALDH1A1,2, Gl ) 2 R4 .
AChE - Acetylcholinesterase MMC-M - MethylMalomyl-CoA Mutase PKA PKA PKA S orphine + Mo2t+ Zn2* | Ma2* ycogenin , & WG
ACS - Acetyl-CoA Synthetase MMC-R - MethylMalomyl-CoA Racemase H+ o Biosynthesis d Glycogen =] ) * - ! A-CoA -
ACTH - Adrenocorticotropic Hormone MMP - Matrix Metalloproteinase H+ Inner Cell Membrane H+ + Mo + FeS + Pathwa 02, H20 H20:2 [—Prlmer ] . Nl 3= v TNF-a, \ <
ADC - Arginine Decarboxylase Mn - Manganese + Heme + FAD = FAD FADH: ubP Lo~ R % Oxidative Z
ADK - Adenylate Kinase (Myokinase) Mo - Molybdenum < Ex\ w St () o
ADH - Alcohol Dehydrogenase MS - Methionine Synthase \ 02, H,0 H202 \ / )I . E K k ress CoA
ADHFE - Hydroxyacid-Oxoacid Transhydrogenase MTA - 5'-Methylthioadenosine MAO-A HMPAL : | Cortisol o y [ F2,6BP l ATP. Ma2*  ADP
AdoCbl - Adenosylcobalamin MTHFR - MethyleneTetraHydroFolate Reductase \\DNPM ] o _ \ 2 v e B Y s ’U v
ADP - Adenosine Diphosphate MTR - 3-Methoxytyramine 02 H202 H-O. NH O,. H-0O mridoxate Acetaldehvd |
ADSL - Adenylsuccinate lyase Na - Sodium 22,773 2 12 + FMN cemeeE : Fatty Acids I Fructose 1,6-Biphosphate l I Dietary GIcNAc = )I GIcNAc-6-P l
ADSS - Adenylosuccinate Synthetase NAD - Nicotinamide Adenine Dinucleotide PNPO PNPO ' 7y NAGK
AFMID - Kynurenine Formamidase NADK - NAD Kinase
AGAT - Arginine:Glycine Amidinotransferase NADPT - NAD(P)+ Transhydrogenase - Y - ) + FMN - + FMN ( SAMe SAH CAMP->PKA L Low pH o
AGXT - Alanine-Glyoxylate Aminotransferase NADSYN - NAD Synthetase [ Pyridoxine »| Pyridoxal | Pyridoxamine . N A &' =
a-KB - a-Ketobutyrate NAGK - N-Acetylglucosamine Kinase , ! ‘ ! ALDHZ + Mo2* + ALDH1A1 .2 DHMC COMT + o VMA o)
a-KG - a-Ketoglutarate NAMPT - Nicotinamide Phosphoribosyltransferase P. ATP P. N ATP P ’ Mg 2 v Trial rid E
a-KGDH - alpha-Ketoglutarate Dehydrogenase NAPRT - Nicotinate Phosphoribosyltransferase ATP, ! & Zn. bH >7.3 24 ! A\ Zn. bH >7.3 24 i & Mgz"' + Zn2*t + Mo%*+ zZn?* A ) ) TPI . 'glyceri e
Ala - Alanine N-AS - N-Acetylspermine Mg>* oo n, pA >/.or. Mg : (2} n, pr >7.9r. Mg o\ o N\ 7% Glyceraldehyde 3-Phosphate Biosynthesis
o PK s PK H2S 2+ 19) 32l J
ALD - Aldolase N-ASD - N-Acetylspermidine PK o= o o= . g / Mg O2,H20 H202 P27 WO - 7y Path \ 2
ALDH - Aldehyde Dehydrogenase NCS - Norcoclaurine Synthase ADP, + ADP, 0O + ADP, o + . Hypoxia FAD FADH:> x p* . I : athwa
ALP - Alkaline Phosphatase NDPK - Nucleoside Diphosphokinase Pi H,O Pi H, Pi H,0 Acetaldehyde Catecholamine 6‘& N A 1S gx Insulin 0. C 2 Pi | GIcNAc-1-P |
ALT - Alanine Aminotransferase NET - Norepinephrine Transporter - N |
AMP - Adenosine Monophosphate NH3 - Ammonia [ Pvri . ""Ph h 1 P5p . _ Metabolism Normetaneph"ne] MAO-A m \QQ g 2 H20 Acetaldehyde 24 o
AMPD - AMP Deaminase NMNAT - Nicotinamide Mononucleotide Adenylyltransferase yridoxine 5'-Phosphate J PNPO 9 PMP v Peroxynitrite UTP, Mg n
AMPK - AMP-activated Protein Kinase NO - Nitric Oxide PNPO PS ACTH ©
ARG1 - Arginase NOS - Endothelial Nitric Oxide Synthase + FMN + FMN H202 o | _ I 1,3-Biphosphoglycerate 8p &
A Sl — 0o Ho, ‘e \ v ‘' J & P/ antbedies, | FADH:z ™\ CDP A Sy pPi &’ | O
- Aldose Reductase - Oxaloacetate 2 _ =)
AO - Aldehyde Oxidase OAT - Ornothine Aminotransferase 2~2 H202, NH; Oz, H20 Na2z. , = — : 02 H 0/ é \ 0 TRANSAMINATION Acetalc!ehyde ADP \¢ r) 2 Pi
APS - Adenosine-5'-Phosphosulfate ODC - Ornithine Decarboxylase |2:’A [2) (7)) Q) k 0 \ 4
APSK - APS Kinase OH-ENP - 4-Hydroxy-Enol-Phenylpyruvate / o o G
S Kinase o | a-KG| | Glut ATP 2H20 op UDP-GIcNACc |
ASA - Argininosuccinate OH-Glut - 4-Hydroxyglutamate ] ] . Oxidative Pi H20: CTP ) CNAC
ASDC - Aspartate Decarboxylase OH-GIutSA - 4-Hydroxyglutamate Semialdehyde Riboflavin Metabolism Stress . [ Metanephrine ] — Yy
ASL - Arginino Succinase OH-KG - 4-Hydroxy-2-Ketoglutarate PAMOAT ~ Na+ A P x__~ | 3-Pser '( R_A )I 3-Phosphoglycerate o0 0e 24
Asp - Aspartate OH-P5C - Pyrroline Hydroxycarboxylate ) - . " : /AL T PSPH + PSAT1 PHGDH A PN Mn“", Mg - -
ASS - Argininosuccinate Synthetase OH-PH4 - 1-Hydroxy-2-Oxopropyl Tetrahydropterin Riboflavin IFN-y -> ROS -> < + M 2+ I'M 2+ + P5P - '9 - Oxidative
AST - Aspartate Aminotransferase OTC - Ornithine Transcarbamoylase Tissue Damage =T n - n 9 <E( 72 Stress
ASMT - Acetylserotonin O-Methyltransferase OXH - Oxaloacetase ATP, X >TGF-1 A ] p— R < \)
ATP - Adenosine Triphosphate P5C - Pyrroline-5-Carboxylate Mg2* c L |ASP | OAA +Cu+VitC SAM SAH [®) a I 2 UDP
BH: - Dihydrobiopterin P5CR - P5C Reductase T a Hypothyroidism TRANSAMINATION + PQQ e é’ (& v v
BHa4 - Tetrahydrobiopterin P5P - Pyridoxal 5'-Phosphate v < I [ l
BHB - B-hydroxybutyric Acid PAL - Pyruvaldehyde ADP Y I 7 i dati 2-Phosphoglycerate I Glycoproteins / Proteoglycans l Hyaluronic Acid
BHMT - Betaine-Homocysteine S-methyltransferase PAGM - Phosphoacetylglucosamine Mutase Pi Oé'dat've PNMT R OXIdatIV.e Str.ess’ pRogy ycop 9y —
BPG - Biphosphoglycerate PAH - Phenylalanine Hydroxylase \ 4 ¥ tress, [ Norepinephrine ] Epinephrine > Blood Pressure, ' Pb, G||0t0X_|n, & 2P
BPGM - BPG Mutase PAK - Pantetheine Kinase H20 ypoxia — »  Urine Volume, Phenylalanine O "o /’ ! @
BPGP - 2,3 BPG Phosphatase PAMOAT - Pyridoxamine:Oxaloacetate Aminotransferase FMN NADPH Oxidase Metabolism »'  Orthostatic (/ E = "
Br - Bromine PAO - Polyamine Oxidase A y ' e : H20 + k 2 H20 ©
Ca - Calcium PAP - Adenosine 3',5'-Diphosphate ATP, AMP At v PAPS 9 - ~ TNF-a, IL-1,
CAD - cis-Aconitate Decarboxylase PAPS - 3'-Phosphoadenosine-5'-Phosphosulfate Mg>*/ N /Y ATP, NADH m 02 BH2  BH4,02 : PKM2 ( \ 7 Oxidative Heparanase
cAMP - Cyclic Adenosine Monophosphate PATK - Panthenate Kinase 2+ p2+ || O 02, H20 AADC + P5P R PAH ( : Phenylalanine | Phosphoenolpyruvate = ’
(Co“*I Mn“™) ( . Ph Ial cU Stress Glycocalyx MMP
CAT - Catalase PC - Phosphocreatine = ' 2+ l Tyrosine + Fe | énylalanine Biosynthesis m = . §,
CBS - Cystathionine B-Synthase PCB - Pyruvate Carboxylase \ - + Mg x Path 2 ADP. 2 H+ PAP ke Assembly Oxidative
CSAD - Cysteine Sulfinic Acid Decarboxylase PCC - Propionyl-CoA Carboxylase PP; - PPi, Mg**/ . /) athway 2 ATP ; = Stress
CDO - Cysteamine Dioxygenase PDH - Pyruvate Dehydrogenase (C02+/ Mn2+) »I Superomde] + Pj N \. J
CDP - Oytidine 5-Di Y ’ - NOX + FAD !
- Cytidine 5'-Diphosphate PEPC - Phosphoenolpyruvate Carboxylase H20 >
CK - Creatine Kinase PEPCK - Phosphoenolpyruvate Carboxykinase FAD + Heme >l 4 o I y . y l
CGL - Cystathionine gamma-Lyase PFK-1 - Phosphofructokinase +Ca+M @) | I<_I Te) Thyroid Pathwa Acetaldehyde Y ¢
CHaT - Choline Acetyltransferase PFK-2 - 6-Phosphofructo-2-Kinase Glvcocalvx | - d g m +|a|\2 TRANSAMINATION i o Ph lalani I Sulfated GAGs
CHDH - Choline Dehydrogenase PGAM - Phosphoglycerate Mutase y y vl + enylalanine
Cl - Chloride PGI - Phosphoglucose Isomerase | Ca + Mg A % Biosynthesis r----o-- A
CNase - Gamosinase. PGM - Phosphoglucomutase. : Candida spp., Lactobacillus spp., P 2 1%, NG, Pathway | Maintains
CNMT - Carnosine N-Methyl Transferase PHCDH - Pyrroline-3-hydroxy-5-carboxylate Dehydrogenase ' Bacteroides spp., Clostridium spp., : . . [ . ] = — O -------------------------------- »| 4-HBA - . Endothelial
CNDP - Cytosolic Non-Specific Dipeptidase PHD - Prolyl Hydroxylase ' Enterococcus spp., Streptococcus . %;g’:;j;i;g:r : I = — l < Asparagine |<ZT: L g O/\ ) AA B N 4-HCA l = ALDH3A1 m ' Barrier, Vascular |
CO: - Carbon Dioxide PHGDH - Phosphoglycerate Dehydrogenase : spp., K. pneumoniae, : | Leaky Junctions,] LeroXynitrite J<g3sntaneous = %= - ¢ | HPPA sMo2t ) ' Integrity, Immune -
g° A Cgbalt A ;I-ITP-hPherr:yJI[pyruvate Tautomerase ' S. cerevisiae, E. coli, P. indigofera, . Impaired Blood ' < oL S - 24 o4 +  Coprm= : Signalling :
OA - _Oenzyme l-_ Os.p ate . I A. calcoaceticus., [] I : Brain Barrier, Z L™ E L +Zn l Mg CO?* Q2~7 ........ T I
CoAH - CoA Hydrolase PK - Pyridoxal Kinase Voo P LAiCQdeCrICtSy e : ' Respirati | < o INC -
) ° ] : , . piration | 4 AAC REA * :
COMT - Catechol O-methyltrans PKM - Pyruvate Kinase Y N A N S , - Acetaldehyde SED *p M,’ 2 E. coli, [..]
CPS1 - Carbamoyl Phosphate Synthase1 PKA - Protein Kinase A N BHB I OH-ENP l 4D * ' j
CR - Carbonyl Reductase PLD - Prolidase ! m ' et 5 NN = s NS s et s TN NS oty
Cr - Chromium PMP - Pyridoxamine 5'-Phosphate " Ethanol Metabolism 2 7
Cre - Creatine PNMT - Phenylethanolamine N-Methyltransferase ' Aspartate Q { .): )
CRH - Corticotrophin-Releasing Hormone PNPO - Pyridoxine 5'-Phosphate Oxidase R P A 04 ’52 ME1 Histone Acetyltransferase
CS - Citrate Synthase PPP - Pyridoxal Phosphate Phosphatase [ Ethanol l . BH4 % + Mg/ Mn > Pyruvate l Acetyl-* J
CSE - Cystathionase PPi - Pyrophosphate ATP. M 2+ /%p
CTP - Cytidine 5'-Triphosphate PPCDC - Phosphopantothenoylcysteine Decarboxylase ﬁ , Vg NO Urea Cycle ’7@ PDH +
Cu - Copper PPCS - Phosphopantothenoylcysteine Synthetase 8 ~ ~ HCOs3 GHB 7 ’9047;0 FAD + ~. o
CYP - Cytochrome P450 monooxygenase PQAQ - Pyrroloquinoline Quinone o N -/ @) x 2 ADP «<—>»2 ATP g_) Ci Ili < x '7)~/ v Oe ’ TPP+ T
DAT - Dopamine Transporter PRODH - Proline Dehydrogenase e I -| & wi = ADK N O itrulline 2 % MONY S, 9<% % LPA+ -
DAO - Diamine Oxidase PRPP - 5-Phosphoribosyl-1-Pyrophosphate < o Nl S Nl o Pi A O’ % "OA Q
DBH - Dopamine Beta Hydroxylase PSP - Protein Synthesis Pathway Ol T a N & T 2 PC \” ADP, Pi 7 b - A% xéob
DHBA - 3,4-Dihydroxybenzeneacetic Acid PS - Phosphatidyl Serine + + O|\+ o < CK > <& - TN A o o [ Succinyl AMP .
DHF - Dihydrofolate PSAT - Phosphoserine Aminotransferase Q L 2 ATP CPS1 O S P A m o QC) » Acetyl-CoA X
DHFR - Dihydrofolate Reductase PSPH - Phosphoserine Phosphatase I ~ + + (o % XL L ACS
DHI - 5,6-Dihydroxyindole PSS - Phosphatidylserine Synthase 2¢C . o E E < <
DHICA - 5,6-Dihydroxyindole-2-Carboxylic Acid PTP - 6-Pyruvoyl-Tetrahydropterin v v 7 re - § Peroxynitrites oDC Ornithine £l c ASA Oxaloacetate ADP. Pi  ATP, Mg?' / |
DHMA - 3,4-Dihydroxymandelaldehyde PTPS - 6-Pyruvoyl-tetrahydropterin Synthase < + P5P T+ @Q MDH y ’
DHMC - 3,4-Dihydroxymandelic Acid Pyr - Pyruvate [ Acetaldehyde l (7)) < ¢ + . (3’ > / P
DMG - Dimethylglycine Q - Ubiquinone (Coenzyme Q10) - » az© i Citric ,
DMGDH - DMG Dehydrogenase Q2 - Ubiquinol (Reduced Coenzyme Q10) ;. Si, N/ ) s M —>»| Malate Acid N
DOPAC - 3,4-Dihydroxyphenylacetic Acid Qu - Queuine /" SiO2 GAT \ x ")Q < m Citrate !
DOPAL - 3,4-Dihydroxyphenylacetaldehyde Qus - Queuosine ' NG + o+ [ Creatine ]6 YLXZ Y Cyc|e Lo - '
DPCK - DephosphoCoA Kinase QRPT - Quinolinate Phosphorybosyltransferase / LI 50 . ADC + N\ 2 Araininel _—— /| o ol v FTT T e \ L __OXH )
DT - L-Dopachrome Tautomerase RK - Riboflavin Kinase ! 3 N S S Agmatlne < P5P L Arginine | CuZnSOD, ! AC ' |EN-a: LPS : S e . N
dTMP - Thymidine Monophosphate ROS - Reactive Oxygen Species : <\+ + + B r' MnSOD, + 4Fe-48 + Mgz+ » ) o S A . : K
dUMP - Deoxyuridine Monophosphate SADH - Sarcosine Dehydrogenase : Y x - E ; VgscﬁvéteE’ ! - :ICL Pathogen_s,: i sp;\le.rgl us ! ;!
ENO - Enolase . ' SAH - S-Adenosyl-L-Homocysteine , [ Si-Acetaldehvde . 9& O‘b o ol ¥ ; Melatonin, ! [ cis-Aconitate ]_\ : :I'f\_1 :>_'I:r12_ _S_h!f:t: Glut 5 :_ - _I_g_er_ R ;
ENPP - Ectonucleotide Pyrophosphatase/Phosphodiesterase SAMe - S-Adenosylmethionine ! N 'y é 1 lIC I I = '
. . . 1 < o) o 1 BH4, 1 < ’
F1,6BP - Fructose 1,6-Bisphosphate SAMeA - S-Adenosylmethionamine ) Y O Z_ =\ I Queuosine, | + o > ,
F2,6BP - Fructose 2,6-Bisphosphate SAMeD - S-Adenosylmethionine Decarboxylase | I Acetate l (80 (o) = <|a. Oestrogen, ' Cobalamin |’|,: AC |: o] S )
FAA - 4-Fumarylacetoacetic Acid SAMeS - S-Adenosylmethionine Synthase | é}' o < 4. (<,§ @) + Creatine, I Catalase ! + 4Feldas + M g2+ < o < K
FAAS - Fumarylacetoacetase SAT - Serotonin N-Acetyltransferase \ é WO *23' P . ’?q Y Z Ornithine N ] Z ’
FAD - Adeflavin SCOT - Succinyl-CoA:3-ketoacid CoA Transferase . < JQ utrescine (oI Acetaldehyde < o n [ D-Isocitrate taconate a-KG | N
FADS - FAD Synthetase SCS - Succinyl-CoA Synthetase Y \Q ((V' 4’& : = TRANSAMINATION g e ~__, Y /
FBPase - Fructose 1,6-Bisphosphatase SDH - Succinate Dehydrogenase R T & o° 04 VS, > Ay, < ' Oxidative IDH + / - )
FBPase2 - Fructose 2,6-Bisphosphatase Se - Selenium '| actobacillus s Asperaillus s : D> o (@) (@) 40 ~O. a-KG Glut - rUXigative ) [ Alanine ] X
Fe - Ferritin SHMT - Serine Hydroxymethyltransferase : ICItUS Spp., ASperg PP-;, \* " Q QV' X A < e— © + Stress M92+ :
FIGLU - Formimidoylglutamic Acid Si - Silicon + Penicillium spp., C. albicans, | Q° I&¥ SAMeA ) 3 R S ! g ,
FIGLU-THF - Formiminoglutamate-THF SLC - Solute Carrier E S. mutans, E. coli, B. fragilis, : % 4AB < [ Oxalosuccinate ] /
FMN - Flavin Mononucleotide SPDS - Spermidine Synthase K. pneumoniae, N. meningitidis, ! =) 0‘\' o 4AB v + P5P IDH.+ V4 4 /!
FMO - Flavin Monooxygenase SPOX - Spermine Oxidase : P intermedia. P. ginqgivalis - o v ALDH9A1 i K
: , F. ging ’ i N-ASD 7] QO Q ) \ 4 a-KGDH
FOLH - Folate Hydrotase SPS - Spermine Synthase : : | = A" + Mg<* M 2+ !
. : . : R. dentocariosa, V. parvula, & +TPP g /
FS - Fumarase SQR - Sulfide Quinone Oxidoreductase ' H. oviori. S . : MTA + Ca?* GSA + FAD ] 4 K
FT - Formiminotransferase SR - Sepiapterin Reductase : : PY orl, . cerev:_s:ae,_ - S o (®) + Mo2* :ALDH4A #ILPA a-Ketoqutarate ----------------------------- /
FTCD - Formiminotransferase Cyclodeaminase SSAL - Succinic Semialdehyde : P. aeruginosa, S. Typhimurium, | Qq) ,zi\' QV' - * Ma2T 1x - R N I b &4 B RN N
G6Pase - Glucose 6-Phosphotase SSAT1 - Spermidine/Spermine-N1-Acetyltransferase | Y. enterocolitica, : 7 O VQ Acetaldehyde 9 A i i AR R (T el
GABA - Gamma-Aminobutyric Acid Succ - Succinate LY pseudotuberculosis, Y. pestis, O 4 P5C ALDH18A] * P5p s x *N@ _ AR R
GAD - Glutamate Decarboxylase SUOX - Sulfite Oxidase : B. wadsworthia [..] | o 24 3 T, “c = )/ R
GADL - Glutamate Decarboxylase Like T3 - Triiodothyronine L T e ,9 U ADP + Mg ATP o %"_ N2 L l Glycerol Phenylbutyrate l K I
GAG - Glycosaminoglycan TA - Tyrosinase Q Spermidine ’ ’ O~ "---¢ ,' S
GAMT - S-Adenosylmethionine:Guanidinoacetate Methyltransferase ||TAT - Tyrosine Aminotransferase QV' P FADH:, , Pancreatic Li / P mmmmmmmmmmmm o ,
GAPDH - Glyceraldehyde 3-Phosphate Dehydrogenase TGF - Transforming Growth Factor R A o T ) ancreatic Lipases K 'Human Heroesviridae'
GAT - Guanidinoacetate TGT - tRNA Guanine Transglycosylase O O - N ! i P :
- - VS oF Q o) Glutamat ' | - HSV-1, HSV2, VZV,
vBBH - y-Butyrobetaine Hydroxylase TH - Tyrosine Hydroxylase " QR o T utamate A Ph Ibutvrat ) . ’ ’ -
. o o o Y enylbutyrate
GCA - y-Glutamylcysteine Synthase THF - Tetrahydrofolate O QV' s oL i ATP L K +EBV, CMV, HHV-6A/B, ,
GCH1 - GTP Cyclohydrolase | THL - Thiolase T D <Qt / SAMeA FAD, Q2 + Vit MgZ \2/ i HHV-7,KSVH |
GDP - Guanosine Diphosphate THP - Tetrahydropapaveroline N N i 2+ 2+ ; NHs \~ e e !
GDH - Glutamate Dehydrogenase TMLH - Trimethyllysine Hydroxylase N-AS - <>§ | (2 v 2xAA - . +Si/Fe®" +Zn NH3 - L7
GFAT - Glutamine:Fructose-6P Amidotransferase TNF - Tumour Necrosis Factor i d a @: N .‘.' T /
GHB - y-Hydroxybutyrate TPH - Tryptophan Hydroxylase N=v9&X N e [Tl sz o b PSS
GK - Glucokinase TPI - Triose Phosphate Isomerase 8 T E ~>» MTA @ - o N {Na’&\o“
GIcNACc - N-Acetylglucosamine TPP - Thiamine Pyrophosphate 629 N 4 ATP, +cu 4ADP, o<t o0 y ©
GIcNAc-1-P - GIcNAc 1-Phosphate TPQ - Topaquinone q) H20 M 2+ 4 7n + Br 4 Pi oo L ' Collagen :
GIcNAc-6-P - GIcNAc 6-Phosphate TS - Thymidylate Synthase 7 9 E E | Disorders '
GLN - Glutaminase TST - Thiosulfate Sulfurtransferase \ 4 : hEDS : - -I\-Il-t- -b- - -I- R
GLS - Glutathione Synthase UDP - Uridine Diphosphate . ' Arthritis | : fuberculosis, |
GLSH - Glutamate Dehydrogenase UROC - Urocanase Spermine < PLD + Mn ' e ' C.albicans, P. indigofera, :
GLYP - Glycogen Phosphorylase UGPase - UDP-Glucose Pyrophosphorylase A A ' P. aeruginosa, :
GLYS - Glycogen Synthase UGAPase - UDP-GIcNAc Pyrophosphorylase . : A.calcoaceticus -
Glut - Glutamate UTP - Uridine Triphosphate FAD Hydroxylatlon ! S . o
GOR - Glyoxylate Reductase V - Vanadium N ’ , S. Typhlmurlum_, _B- Suis,
GOX - Glycolate Oxidase Vit C - Ascorbic Acid - — L= o E = TRANSAMINATION : Y. enterocolitica, '
GPX - Glutathione Peroxidase Vit E - Tocopherols, Tocotrienols I Sepiapterin | SR (Brain) m 8 o &) oo e, ' Y. pseudotuberculosis, :
GR - Glutathione Reductase VMA - Vanillyimandelic Acid A T3 A Pyr Ala ' Y. pestis, R. equi, E. coli.,
GS - Glutamine Synthetase VMAT - Vesicular Monoamine Transporter AR/ CR | r < I AGX ! H ’ lori st . "
GSA - Glutamate-5-Semialdehyde VNN - Vanin-1 (Pantetheinase) (Peri - ! N FADH:, . - pylori strains !
: _ eripheral Tissue) + P5P ! P12, G27, 26 :
GSH - Glutathione, reduced Zn - Zinc ! < > i ’ y &9, :
GSSG - Glutathione disulfide (oxidised) S h \ 4 \ 4 —>> Glycine Glyoxylate Oxalate : 695, Tx30a |
GTP - Guanosine Triphosphate & © Queuosine : . < 2ABT > A / \ P/ N N e '
GTase - Glycosyltransferases o ; MnSOD. GSH : 4-Oxoproline OH-P5C EMN GOXFMH .
H - Hyd Z g ’ . - 2, [ :
H20 - Water BH4 De Novo Synthesis 5 e L : 5| H0 | H0 Y[ 02 Heoz | MighLDH -
H20:2 - Hydrogen Peroxide | = / E / TRANSAMINATION [ SSAL ] [ GABA ] : I;ypg::xasluga :
H2S - Hydrogen Sulfide i Z  YPETRRETETE
H2NTP - 7,8-Dihydroneopterin Triphosphate — SR E %I:J OAA Glut TRANSAMINATION
HAAO - 3-Hydroxyanthranilic Acid Dioxygenase LPH4 B m o o u
HAL - Histidine Ammonia-Lyase A (Brain) ‘C’L’V v i \A HOGA1 GOR B
HAS - Hyaluronic Acid Synthase = lycolate
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